ABSTRACT Pseudonocardia autotrophica NBRC 12743 contains a cytochrome P450 vitamin D 3 hydroxylase, and it is used as a biocatalyst for the commercial production of hydroxyvitamin D 3 , a valuable compound for medication. Here, we report the complete genome sequence of P. autotrophica NBRC 12743, which could be useful for improving the productivity of hydroxyvitamin D 3 .
The genome of NBRC 12743 was inferred to contain two circular sequences with a length of 7,246,130 bp with 72.9% GϩC content and a length of 289,155 bp with 70.2% GϩC content. The genome contains 7,132 putative coding sequences, 12 rRNAs (4 23S, 16S, and 5S rRNAs each), and 70 tRNAs. We searched for genes encoding cytochrome P450s using the Microbial Genome Annotation Pipeline (http://www.migap.org/) and found that NBRC 12743 possesses 28 cytochrome P450 genes, including the gene encoding Vdh. We found that all of the cytochrome P450 genes exist in the chromosome. The genomic information reported in this study will be helpful for engineering this bacterium as a recombinant expression host of P450 and for improving expression levels of Vdh in order to achieve more efficient bioproduction of hydroxyvitamin D 3 .
Data availability. The genome sequence has been deposited in DDBJ/ENA/ GenBank under the accession numbers AP018920 and AP018921. The raw sequencing reads have been deposited in the DDBJ Sequence Read Archive under the accession numbers DRX139961 and DRX139962.
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